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1 Key.  O= no amp; X/O= unclear amplification; X= 

amplfication; X gray= contamination; X 
bold=damage; X bold gray= contamination with 
damage; x=amplfication but no sequence data

ATB 5 NEW (RS) C A x X X X O O O O O O
Aztec 03 7/28/11 (RS) H D x X O O O X O O O O O
Aztec 08 7/28/11 (4RS) H A x X X X X X X X X X X O O O O
Aztec 24 7/28/11 (8RS) H A x X X X x/O X X O O X O O O O

EC 7/28/11 H x O O O O O O O O O O O O O O
Aztec 08 EtOH (4RS) I A x X X X O O O O O O O O O O O

Aztec 13B EtOH (6RS) I A x X X O O O O O O O O
Aztec 23 EtOH (3RS) I B x x X O O O O O O O O
Aztec 24 EtOH (5RS) I A x x X O O X O O O O O O O O O

EC 8/14/11 I x x x O O O O O O O O O O O O
BMII C26 (2RS) J B x O O O O O O O O O
BMII C34 (2RS) J B x X X/X O O O O O O O
BMII C42 (2RS) J B x X X O O O O O O O
BMII C45 (2RS) J B x X X O O O O O O O
BMII C49 (2RS) J B x X X X X O O O O O
BMII C66 (6RS) J B x X O O O O O O O O
EC 8/25/11-2 J x X O O O O O O O O

Pueblo Bonito 01 (full) K B x x/O x O O O O O O O O
Pueblo Bonito 03 (full) K B x X O O O O O O O O
Pueblo Bonito 04 (full) K B, non B x x/O O O O O O O O O O
Pueblo Bonito 06 (full) K B, non B x x/O O O O O O O O O O

EC 8/25/11 K x O O O O O O O O O
Aztec 39 8/14/11 (full) L A w/ Del x x X X O O O O O O O O O O O

Aztec 42 8/14/11 (2RS) L D x X x O O x O O O O O O O O O
Aztec 46 8/14/11 (full) L A w/ Del x X X X X X X O O O O O O O O

Aztec 48 8/14/11 (2RS) L A x X X X X X O O O X X O O O O
Aztec 51 8/14/11 (2RS) L A x X X X O O O O O O O

EC 8/12/11 L x x x O O O O O O O O O O O O
Pueblo Bonito 09 (RS) M B x X O X O X O X O O O O O O O

EC  9/13/11 M x x/O O X O x/O O O O O O O O O O
Pueblo Bonito 14 (full) N B x x/O O O O O O O O O O
Pueblo Bonito 15 (full) N B x X O O O O O O O O O
Pueblo Bonito 16 (full) N D x x/O x X O O O O O O O

Penasco Blanco 01 (full) N B x x/O O O O O O O O O O
Penasco Blanco 02 (full) N B x O O O O O O O O O O

EC  9/19/11-1 N x X O O O O O O O O O
ATB 08 (full) O A x X X X X O O O O O O
ATB 09 (RS) O B x X X x X X X O O O O
ATB 10 (2RS) O A x X X X O O O O O O O
ATB 11 (2RS) O B x X/X O x O O O O O O O
ATB 12 (2RS) O D x X X O O O O O O O O
ATB 13 (2RS) O A x X X X X O O O O O O
ATB 14 (2RS) P A x X X O O O O O O O O
ATB 15  (2RS) P B x X x/O x X X O O O O O
EC  9/22/11-3 P x X O O O O O O O O O

CA-SCL-38 B 1 (4RS) Q A x X x/O O O O O O O O O O O O O
CA-SCL-38 B 15 (10RS) Q D O X O O O O O O O O O
CA-SCL-38 B 16 (6RS) Q A O X/X O O O O O O O O O
CA-SCL-38 B 25 (2RS) Q C x X O X X O O X O O O O O O O
CA-SCL-38 B 27 (4RS) Q D x x O O O O O O O O O O O O

EC  10/11/11-1 Q x O x/O O O O O O O O O O O O
CA-SCL-38 B 11 (3RS) R D O O O O O O O O O O
CA-SCL-38 B 26  (3RS) R D x X O O O O O O O O
CA-SCL-38 B 38 (5RS) R D x X X X O O O O O O
CA-SCL-38 B 43  (3RS) R D x O X/O X O O O O O O
CA-SCL-38 B 48  (3RS) R D x X X X O O O O O O
CA-SCL-38 B 118 (3RS) R C x X X O O O O O O O
CA-SCL-38 B 233 (3RS) R C x X X X O O O O O O

EC  10/11/11-2 (RS) R x x/O O O O O O O O O
Xcaret 18 (2RS) S A x X X X X/X O O O O O O O O O
Xcaret 28 (4RS) S A x X/X x X O O O O O O O O O O
EC  10/5/11-1 S O X x/O x/O O X O O O O O O O O O

Kin Bineola 09 (full) T B x X O O O O O O O O O
Kin Bineola 10 (2RS) T A O O O O O O O O O O O

EC  10/5/11-2 T O X O O O O O O O O O
Penasco Blanco 03 (full) U B x X/X O O O O O O O O O
Penasco Blanco 04 (full) U B x X/X O O O O O O O O O
Penasco Blanco 07 (full) U B O X X O O O O O O O O

Kin Bineola 2 (full) V C O X X O O O O O O O O O O O
Kin Bineola 4 (3RS) V B O X O O O O O O O O O
Kin Bineola 7 (full) V B O O O O O O O O O O O

EC 10/3/11 V O O O O O X O O O O O
Pueblo Bonito 09-NEW (RS W B x O O O O O O O O O O
Pueblo Bonito 10-NEW (RS W B x X/X O x O O O O O O O
Pueblo Bonito 11-NEW (2RS W B x x X X X O X O O O O
Pueblo Bonito 14-NEW (2RS W B x X X X O O O O O O O

BMII C01 12/1/11 (full) X B x X O O X X O O O O O
BMII C21 12/1/11 (full) X C x X X X X O O O O O O
BMII C22 12/1/11 (RS) X B x X X X X X X O O O O
BMII C25 12/1/11 (RS) X C x X X/O X/X X O X O O O O
BMII C27 12/1/11 (2RS) X B x X x/O O O O O O O O O

EC 12/1/11-1 X x X O O O O O O O O O
BMII C28 12/1/11 (RS) Y B x X X O O O O O O O O
BMII C44 12/1/11 (RS) Y C x X X O X/X O O O O O O
BMII C67 12/1/11 (RS) Y C x X X O X O O O O O O
BMII C68 12/1/11 (RS) Y B x X X X/X O O O O X O O

EC 12/1/11-2 Y x X O O O O O O O O O
CA-SCL-38 B 48 2ND Z D x X O X O O O O O O



Fragme
t

SAMPLE
BATC

H Hg
Hg-
S D-loop Quantification Sequence Notes

ATB5 NEW (1RS) C A A 3 19 1891 16223T  16290T  16319A
A 3 4 2 3494 16223T  16290T  16319A
A 3-5 1 89947 16223T  16290T  16319A

Aztec 03 7/28/11 (RS)
H D 3* 978 2492676 N/A

Optimizing Seq conditions 
for small fragment size

D 3 9 3669 16223T  16325C

D 3 6 N/A

   
16325C, 16362C, 16519C, 
73G

Aztec 08 7/28/11 (4RS) H A
3* 3411 16309 N/A

Optimizing Seq conditions 
f  ll f t i

A 3 73 0868
16223T, 16235G, 16290T, 
16319A

A 3 3 3 441
16223T, 16235G, 16290T, 
16319A

A 3 4 06 64
16223T, 16235G, 16290T, 
16319A  16344T  16362C

A 3 4a 29 9309
16223T, 16235G, 16290T, 
16319A  16344T  16362C

A 3 5 0 25985
16223T, 16235G, 16290T, 
16319A  16344T  16362C

A 3 5 13 491
16223T, 16235G, 16290T, 
16319A  16344T  16362C

A 3 6 N/A

   
16319A, 16344T, 16362C, 
73G

A 3 6 N/A

   
16319A, 16344T, 16362C, 
73G

A
3 7 N/A

16223T, 16235G, 16290T, 
16319A, 16344T, 16362C, 
16528T  16536T  73G

A
3 7 N/A

16223T, 16235G, 16290T, 
16319A, 16344T, 16362C, 
16563T  73G

Aztec 24 7/28/11 (8RS) H A
3* 2 2 8421631 N/A

Optimizing Seq conditions 
f  ll f t i

A 3 11 61 2
16223T, 16234T, 16240G, 
16290T  16319A

A 3a 116 206
16223T, 16234T, 16240G, 
16290T  16319A

A 3 4 1 29954
16223T, 16234T, 16240G, 
16290T  16319A  16362C

3 4 2 44019
NO BAND ON GEL- MELT 
CURVE OKAY

A 3 5 3 76348E 05
16223T, 16234T, 16240G, 
16290T  16319A  16362C VERY FAINT BAND ON GEL

A 3 5a 1 27612
16223T, 16234T, 16240G, 
16290T  16319A  16362C

A 3 7
16240G, 16290T, 16319A, 
16362C   48T  53A  64T  73G

SEQUENCE BEGINS 
AFTER 16223 16234

EC 7/28/11 H 3* 0 997388 No amplification on gel

Aztec 08 EtOH (4RS) I A
3* 43 81039429 N/A

Optimizing Seq conditions 
for small fragment size

U2 3 0 464868 16256T

A 3 820 3
16223T, 16267C/G, 
16268C/T  16290T  16319A

U2 3 4 0 32384 16256T  16362C

Aztec 13B EtOH (6RS) I A
3* 1180 639038 N/A

Optimizing Seq conditions 
f  ll f t i

A 3 1001 57
16223T, 16235G, 16290T, 
16319A  16344T

A 3 30 1 1 16223T  16235G  16290T
sequence ends before 

16319

A 3 4 1 9 342
16223T, 16235G, 16290T, 
16319A  16344T

sequence ends before 
16362

A 3 5 25 5128
16223T, 16235G, 16290T, 
16319A  16344T  16362C

Aztec 23 EtOH (3RS) I B
3* 3 1893 94 4 N/A

Optimizing Seq conditions 
f  ll f t i

3 29 8147 No sequence
Low melt temp-no gel 
amplification

B 3 0 489421 16217C

Aztec 24 EtOH (5RS) I A
3* 35 4466095 N/A

Optimizing Seq conditions 
for small fragment size

3 0 0842632 B d 

A
3a 35 7959

16223C/T, 16234C/T, 
16240A/G, 16256C/T, 
16290C/T  16319G/A

A 3 5 0 0 6804
16223T, 16234T, 16240G, 
16290T  16319A  16362C VERY FAINT BAND ON GEL

EC 8/14/11 I
3* 10 54846859 N/A

Optimizing Seq conditions 
for small fragment size

3 0 041 10 B d 
3a 7 78384 Melt curve low temp No amplification on gel

BMII C26 (2RS) J B
3* 0 3 1 9 N/A

No amplification on gel-melt 
 k

BMII C34 (2RS) J B
3* 1150 516602 N/A

Optimizing Seq conditions 
for small fragment size

B 3 2939 16217C
B/CRS 3 4 1 04 0 16217C/T

BMII C42 (2RS) J B
3* 376 6287842 N/A

Optimizing Seq conditions 
for small fragment size

B 3 8 324 1 16217C
B 3 4 3 01242 16217C

BMII C45 (2RS) J B
3* 12 2 9040 N/A

Optimizing Seq conditions 
f  ll f t i

B 3 7 28926 16217C
B 3 4 1 6483 16217C

BMII C49 (2RS) J B
3* 1350 892212 N/A

Optimizing Seq conditions 
for small fragment size

B 3 88 4914 16217C
B 3 4 3 392 16217C
B 3 5 9 32251 16217C Sequence ends short

3 6 N/A N/A Gel amplification positive

BMII C66 (6RS) J B
3* 253 6879272 N/A

Optimizing Seq conditions 
for small fragment size

L2a 3 2 74632
16294C/T,  16309A/G 
16325C/T L2a African

EC 8/25/11-2 J
3* 12 68659401 N/A

Optimizing Seq conditions 
for small fragment size

U2 3 0 668023 16256C  16278T

Pueblo Bonito 01 (full) K B
3* 2 392212152 N/A

Optimizing Seq conditions 
for small fragment size

3 3 48429 N/A smear on gel
3 3 89203E 0 N/A B d  l

Pueblo Bonito 03 (full) K B
3* 28 62330246 N/A

Optimizing Seq conditions 
for small fragment size

B 3 2 16409 16217C  16261T

Pueblo Bonito 04 (full) K B?
3* 0 969960034 N/A

Optimizing Seq conditions 
for small fragment size

3 128 419 N/A   l

Pueblo Bonito 06 (full) K B?
3* 0 969960034 N/A

Optimizing Seq conditions 
f  ll f t i

3 8 1 6 6 N/A   l

EC 8/25/11 K
3* 9 608438492 N/A

Primer dimer-no gel 
amplification

Aztec 39 8/14/11 (full) L A w/ Del
3* 5 840483665 N/A

Optimizing Seq conditions 
for small fragment size

3 1 2600 N/A N  lifi ti   l

A 3a 11 7181
16223T, 16255A, 16273A, 
16290T  16319A

A 3 4 2 91
16223T, 16290T, 16319A, 
16362C

Aztec 42 8/14/11 (2RS) L D
3* 182 0133209 N/A

Optimizing Seq conditions 
for small fragment size

D 3 3 09 16223T   16274 G/A  16325C
Rare among Hap D-restricted 
t  NW t

3 61 4304 N/A
3 5 2 57491 No sequence Smear on gel

Aztec 46 8/14/11 (full) L A w/ Del
3* 103 314094 N/A

Optimizing Seq conditions 
f  ll f t i

A 3 7 26023 16223T  16290T  16319A
A 3a 85 4167 16223T Sequence ends at np16280

A 3 4 3 6 8 8
16223T, 16290T, 16319A, 
16362C

A 3 4a 14 6973
16223T, 16290T, 16319A, 
16362C

A 3 5 1 0210
16223T, 16290T, 16319A, 
16362C

A 3 5 2 0 038
16223T, 16290T, 16319A, 
16362C  16427T

Aztec 48 8/14/11 (2RS) L A
3* 14 9130096 N/A

Optimizing Seq conditions 
f  ll f t i

A 3 2 99831 16223T  16290T  16319A
A 3a 6 25865 16223T  16290T  16319A

A 3 4 83 94
16223T, 16290T, 16319A, 
16362C

A 3 4 0 49 111
16223T, 16290T, 16319A, 
16362C

A 3 5 3 04E 05
16223T, 16290T, 16319A, 
16362C

A

3 7 N/A

16223T, 16248T, 16290T, 
16319A, 16362C, 16398T/G, 
16527C/T, 64T, 73G, 146C, 
153G

A 3 7a N/A
16223T, 16290T, 16319A, 
16362C  64T  73G  135G Sequence ends at np 136

Aztec 51 8/14/11 (2RS) L A
3* 3 41 221 N/A

Optimizing Seq conditions 
f  ll f t i

A 3 11 0529 16223T  16290T  16319A
A 3 5 74615 16223T  16290T  16319A

A 3 4 0 046 19
16223T, 16290T, 16319A, 
16362C

EC 8/12/11 L
3* 1 0 9604168 N/A

Optimizing Seq conditions 
for small fragment size

3 0 20033 N  lifi ti   l
3a 7 53387 Melt curve low temp No amplification on gel

Pueblo Bonito 09 (RS) M B
3* 86 388 6 1 N/A

Optimizing Seq conditions 
f  ll f t i

U2 3 1 50E 06 16256T
H 3 4 0 503167 16304C

U2 3 5 4 03233 16256T  16362C
U2 N/A 16256T  16362C  16519C

EC  9/13/11 M
3* 22 91312408 N/A

Optimizing Seq conditions 
f  ll f t i

3 5 68674 Melt curve low temp No amplification on gel
H5 3 4 0 590876 16304C

3-5 0 0041912 No amplification on gel

Pueblo Bonito 14 (full) N B
3* 11 45849228 N/A

Optimizing Seq conditions 
for small fragment size

3 0 6014 N/A N  b d  l
U2e 3 4 2 19592 16256T

Pueblo Bonito 15 (full) N B
3* 1 21 92 42 N/A

Optimizing Seq conditions 
f  ll f t i

U2e 3 16 6338 16256T

Pueblo Bonito 16 (full) N D
3* 1 1 32426 N/A

Optimizing Seq conditions 
f  ll f t i

3 61 3529 N/A smear on gel
3a 4 18481 Bad sequences

D 3 4 8 10901 16223T  16325C  16362C

Penasco Blanco 01 (full) N B
3* 1 746506333 N/A

Optimizing Seq conditions 
for small fragment size

3 1 9 303 N/A
Low melt temp-no gel 

lifi ti

Penasco Blanco 02 (full) N B
3* 7 564556122 N/A

Optimizing Seq conditions 
for small fragment size

EC  9/19/11-1 N
3* 0 000727099 N/A

Optimizing Seq conditions 
for small fragment size

U2e
3 4 15258 16256T

Low melt temp-no gel 
amplification

ATB 08 (full) O A
3* 162 852356 N/A

Optimizing Seq conditions 
for small fragment size

A 3 216 1 9
16223T, 16235T, 16290T, 
16319A

A 3a 48 6298
16223T, 16235T, 16290T, 
16319A

A 3 4 51 5304
16223T, 16235T, 16290T, 
16319A  16362C

A 3 5 2 81998
16223T, 16235T, 16290T, 
16319A  16362C

ATB 09 (RS) O B
3* 164 0781403 N/A

Optimizing Seq conditions 
for small fragment size

H 3 149 81 CRS
H 3a 53 3872 CRS

3 4 26 2195 Bad sequence
H 3 5 6 3 89 16519C
H 3 6 N/A 16519C  73G  150T
H 3 7 N/A 16519C  73G  150T

ATB 10 (2RS) O A
3* 29 67403603 N/A

Optimizing Seq conditions 
for small fragment size

A 3 4 5 16223T  16290T  16311C
Sequence ends prior to 
np16319

A 3 4942
16223T, 16266C/T, 16290T, 
16311C

Sequence ends prior to 
16319

A 3 4 0 0109648
16223T, 16259T, 16290T, 
16311C  16319A  16362C

ATB 11 (2RS) O B
3* 10 1 362499 N/A

Optimizing Seq conditions 
f  ll f t i

? 3 3 16138 16223T  16239T  16260T 
NO 16217 
MUTATION/contamination

3 4 0 0356935 Bad sequence

ATB 12 (2RS) O D
3* 36 96816254 N/A

Optimizing Seq conditions 
for small fragment size

3 21 7 16223T  16325C
3 8 998 16223T  16325C

ATB 13 (2RS) O A
3* 108 9969177 N/A

Optimizing Seq conditions 
for small fragment size

A 3 3 134 16223T  16290T  16319A
A 3a 8 09981 16223T  16290T  16319A

U2 3 4 0 868717 16256T
U2 3-5 0 785211 16256T  16362C

ATB 14 (2RS) P A
3* 229 2830811 N/A

Optimizing Seq conditions 
for small fragment size

3 6 9462 16223T  16290T  16319A
3a 15 6335 16223T  16290T  16319A

ATB 15  (2RS) P B
3* 2 1 33 999 N/A

Optimizing Seq conditions 
f  ll f t i

B 3 137 695 16217C   16278T
 Type native to SW and 
Northern Mexico

3a 59 6189 N/A No band on gel

3 4 1 6 38 N/A
PCR product evaporated 

ft  l 
B 3 5 1 46629 16217C   16278T  16519C
B 3 6 N/A 16217C   16278T  16519C Sequence ends np 52

EC  9/22/11-3 P
3* 0 013514765 N/A

Optimizing Seq conditions 
for small fragment size

U2e 3 20 4425 16256T

CA-SCL-38 B 1 (4RS) Q A
3* 64 89955902 N/A

Optimizing Seq conditions 
for small fragment size

A 3 0 361449
16223T, 16290T, 16319A, 
16362C

3 N/A M lt  l  t N  lifi ti   l

CA-SCL-38 B 15 (10RS) Q D D

3 0 00 48 4 16223T  16325C

Sequence matches type 
from separate extraction of 
i di id l

CA-SCL-38 B 16 (6RS) Q A A/?

3 0 03 6 9

16223T, 16239C/T, 
16290C/T, 16260C/T, 16319 
A/G  16325C/T

Hap A mixed with unnknown 
contamination 
16223 16239 16260

CA-SCL-38 B 25 (2RS) Q C
3* 102 7063751 N/A

Optimizing Seq conditions 
for small fragment size

C 3 8 38426
16223T, 16291A, 16298C, 
16325C  16327T

C 3 4 3 79732
16223T, 16298C, 16325C, 
16327T

C 3 4a 7 73502
16223T, 16298C, 16325C, 
16327T

C 3 6 N/A
16223T, 16270C/T, 16298C, 
16325C  16327T  09A  73G F i t  l

CA-SCL-38 B 27 (4RS) Q D
3* 8 862248421 N/A

Optimizing Seq conditions 
for small fragment size

3 0 19301 B d V  f i t  l

EC  10/11/11-1 Q
3* 0 000329858 N/A

Optimizing Seq conditions 
for small fragment size

3-4 0 0112494 No amplification on gel

CA-SCL-38 B 26  (3RS) R D 3* 1588 938232 N/A Gel amplification faint
D 3 0 3 0 91 16223  16325

CA-SCL-38 B 38 (5RS) R D
3* 783 7264404 N/A

Optimizing Seq conditions 
for small fragment size

D 3 8891 16223T  16325C
D 3 4 2 20086 16223T  16325C  16362C
D 3 5 0 77819 16223T  16325C  16362C

CA-SCL-38 B 43  (3RS) R D
3* 28 97525597 N/A

Optimizing Seq conditions 
for small fragment size

D 3 4 U d t i d 16223T  16325C  16362C Gel amplification
D 3 5 0 03024 16223T  16325C  16362C

CA-SCL-38 B 48  (3RS) R D
3* 664 1434326 N/A

Optimizing Seq conditions 
for small fragment size

D 3 13 1938 16223T  16325C
D 3 4 2 68144 16223T  16325C  16362C

D 3 5 0 0317559
16223T, 16325C, 16362C, 
16410T

CA-SCL-38 B 118 (3RS) R C
3* 147 1725464 N/A

Optimizing Seq conditions 
for small fragment size

C
3 33 5856

16223T,  16264T, 16298C, 
16311C  16325C  16327T

matches sequence from 
California native

C
3 4 0 843845

16223T,  16264C/T, 16265 
A/C, 16298C, 16311C, 
16325C  16327T no mutation at np16362

CA-SCL-38 B 233 (3RS) R C
3* 430 012420 N/A

Optimizing Seq conditions 
f  ll f t i

C 3 18 8698 16223T  16298C  16325C

C 3 4 6 94047
16223T, 16298C, 16325C, 
16362C

C 3 5 4 62113
16223T, 16298C, 16325C, 
16362C

EC  10/11/11-2 (RS) R
3* 18 45712662 N/A

Optimizing Seq conditions 
for small fragment size

3 0 0291812 Primer dimer

Xcaret 18 (2RS) S A
3* 37 55019379 N/A

Optimizing Seq conditions 
for small fragment size

A 3 683 8 16223T  16290T  16319A

A 3 4 2 10423
16223T, 16290T, 16319A, 
16362C

A 3 4a 4 842
16223T, 16290T, 16319A, 
16362C

A/U2e
3 5 0 380376

16223C/T, 16256C/T, 
16290C/T, 16319G/A, 
16362C  16446C/T

Xcaret 28 (4RS) S A
3* 48 412162 8 N/A

Optimizing Seq conditions 
f  ll f t i

A/U2e

3 1 76664

16223C/T, 16236C/T,  
16240A/G, 16256C/T, 
16271C/T, 16290C/T,  
16316A/G  16319A/G

3 4 0 098429 B d 
  

ti bl
U2 3 4a 0 172304 16256T  16270C  16362C Band on gel

EC  10/5/11-1 S U2e 3 9 04113 16256T
3 0 00221972 Bad sequences Faint on gel
3 4 0 289847 N/A No band on gel

U2e/?
3-5 0 487196

16218C/T, 16256C/T, 
16290C/T, 16355C/T, 
16362C/T  16444C/T  16519C

Kin Bineola 09 (full) T B
3* 10 642 9842 N/A

Optimizing Seq conditions 
f  ll f t i

B
3 1 6508 16217C  16325C

Type native to SW and 
Mexico haplogroup B

EC  10/5/11-2 T U2e 3 9 04113 16256T

Penasco Blanco 03 (full) U B
3* 28 2596817 N/A

Optimizing Seq conditions 
for small fragment size

B/CRS 3 11 62 16217C/T

Penasco Blanco 04 (full) U B
3* 6 585031033 N/A

Optimizing Seq conditions 
for small fragment size

B/U2e
3 10 8939

16217C/T, 16256C/T, 
16261C/T

Hap B with Contamination 
f  K

Penasco Blanco 07 (full) U B 3 3 34789 16256T

B
3 0 823301

16211T, 16217T, 16236T, 
16278T

16211 N=1 ITALY;16236 
NONE

Kin Bineola 2 (full) V C U2e 3 0 390634 16256T
U2 3 4 0 403894 16256T  16362C

Kin Bineola 4 (3RS) V B U2e 3 0 9 9 86 16256T

EC 10/3/11 V 3-6 N/A CRS

Pueblo Bonito 09-NEW (RS) W B
3* 7 761546135 N/A

Optimizing Seq conditions 
for small fragment size

Pueblo Bonito 10-NEW (RS) W B
3* 836 614 N/A

Optimizing Seq conditions 
f  ll f t i

B/CRS

3 3 29797

16217C/T, 16223C/T, 
16225C/T, 16261C/T, 
16269A/T  16270C/T

16269T: 2 Austrailaian 
aborigines- no match to 
other mutations; 16225 one 
Scottich ind with 16223- no 
match on other mutations. 
16270 found in Hap B in 
Mexico but no match to other 
mutation 16261 which is 
commone in Native 
Aemrican B

3 0 312633 N/A
Low melt curve- no band on 

l
3 4 1 26154 Bad sequences

Pueblo Bonito 11-NEW (2RS) W B
3* 8 02 1606 N/A

Optimizing Seq conditions 
f  ll f t i

3 315 8 Bad sequence
H5-nonH 3a 108 593 16304C/T

U2e 3 4 81 3966 16256C/T

MIX
3 5 41 9029

16256C/T, 16304C/T, 
16362C/T  16519C/T

B 3 7 N/A
   

73G

Pueblo Bonito 14-NEW (2RS) W B
3* 14 31846142 N/A

Optimizing Seq conditions 
for small fragment size

B 3 8 82278 16217C  16261T
B 3 2 0 193 16217C  16261T  16279T DB 1  16279 NORWEGIAN

U2e 3-4 1 22653 16256T  16362C

BMII C01 12/1/11 (full) X B
3* 23868608 N/A

Optimizing Seq conditions 
f  ll f t i

C
3 183 77

16223T, 16298C, 16325C, 
16327T

U2e 3 5 2 31897 16256T  16362C
U2e 3 6 N/A 16256T  16362C  16519C

BMII C21 12/1/11 (full) X C
3* 651 8845215 N/A

Optimizing Seq conditions 
for small fragment size

C

3 56 8708

16223T, 16255A, 16295T, 
16298C, 16303A, 16325C, 
16327T

16255&16295 n=1 
Yanomamo hap A- addi 
mutations

C
3a 15 5579

16223T, 16298C, 16325C, 
16327T

C
3 4 029 4

16221T, 16223T, 16266T, 
16298C  16325C  16327T

np16221&16266 in DB n=2 
N  E t h C

C
3 5 0 00071339

16223T, 16298C, 16325C, 
16327T  16438A

np16348 only found in n=6 
Mixe hap A

BMII C22 12/1/11 (RS) X B
3* 1631 682 39 N/A

Optimizing Seq conditions 
f  ll f t i

B 3 354 882 16217C
B 3a 65 153 16217C
B 3 4 32 9 16217C
B 3 5 6 67123 16217C  16483A  16519C
B 3-6 N/A

   
73G

B 3 7 N/A 16217C  16483A  16519C
     

73

BMII C25 12/1/11 (RS) X C
3* 96 5171814 N/A

Optimizing Seq conditions 
for small fragment size

U2e 3 11 1484 16256T

3a 1 27206E 05 N/A
NOT HUMAN-NO GEN BANK 
MATCH

C

3 4 3 28081

16223T, 16239T, 16260T, 
16298C, 16325C, 16327T, 
16357C  16362C

16357C; 16239 (seperately) 
found in Hap C but very rare 
and in S. America/Asia; 
16260 in Hap C restricted to 
NW Coast and is very rare)- 
(16223;16239;16260 
probable contamination 
repeatedly seen)

U2e 3 5 1 80108 16256T
B 3 7 N/A 16217C  16483A  16519C

BMII C27 12/1/11 (2RS) X B
3* 36 9 33 6 N/A

Optimizing Seq conditions 
f  ll f t i

B 3 12 5423 16217C  16261T
3 0 640883 N/A No band on gel

EC 12/1/11-1 X
3* 2 388814926 N/A

Optimizing Seq conditions 
for small fragment size

U2e 3 1 92021 16256T

BMII C28 12/1/11 (RS) Y B
3* 63 78010941 N/A

Optimizing Seq conditions 
for small fragment size

B 3 3 25855 16217C
C 3 0 644848 16223T  16298C  16325C

BMII C44 12/1/11 (RS) Y
3* 6556 196289 N/A

Optimizing Seq conditions 
for small fragment size

A

3 151 917
16223T, 16264C/T, 16290T, 
16319A

16264T only found in 3 
individual in A,B,C,D in 
Americans

A
3a 32 1055

16223T, 16264C/T, 16290T, 
16319A 16264 heteroplasmy?

A/CRS

3 5 2 17222

16223C/T, 16264C/T, 
16290C/T, 16319A/G, 
16362C/T

BMII C67 12/1/11 (RS) Y C
3* 0 000693083 N/A

Optimizing Seq conditions 
f  ll f t i

C 3 94 758 16223T  16298C  16325C
C 3a 27 7239 16223T  16298C  16325C
C 3 5 0 0 32691 16223T  16298C  16325C

BMII C68 12/1/11 (RS) Y B
3* 4038 971191 N/A

Optimizing Seq conditions 
for small fragment size



B 3 286 966 16217C
B 3 11 06 16217C

B/CRS
3 4 6 72472

16217C/T, 16483G/A, 
16519C/T

16483 common type in SW 
Hap B

H6

3 9 N/A

16263C, 16362C, 16388A, 
16482G, 47A, 195C, 239C, 
263G

HAP H6 W/DAMAGE  
GENBANK HQ200111 1

EC 12/1/11-2 Y
3* 31 29086113 N/A

Optimizing Seq conditions 
f  ll f t i

U2e 3 20 1844 16244A  16256C

CA-SCL-38 B 48 2ND Z
D 3* 1 9909308 N/A

Optimizing Seq conditions 
f  ll f t i

D 3 34 318 16223T  16325C
D 3-5 3 16539 16223T  16325C  16362C
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